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1. Construction of implementation system of diagnosis, counseling, treatment of hereditary cancer 
2. Genetic diagnosis of hereditary cancer
3. Comprehensive care for hereditary breast and ovarian cancer syndrome 

including bilateral prophylactic mastectomy
4. Identification of responsible genes and drug development for hereditary diseases
5. Genetic test of hereditary disease
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Recent Activities

Research Area

Implementation of Cancer Genomic Medicine, Identification of Implementation of Cancer Genomic Medicine, Identification of 
Responsible Genes and Drug Development for Hereditary Diseases 
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